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The First International Congress on DNA Damage and Repair was
held in Rome, Italy, July 12-17, 1987. It was organized by the Italian
Com mission for Nuclear Alternative Energy Sources. The subject of
DNA damage and repair involves almost all the fields ofbidogical
sciences. Some of the more prominent ones include carcino genesis,
photobiology, radiation biology, aging, enzymology, genetics, and
molecular biology. These individual fields have their own interna
tional meetings and although the meetings often have sessions
devoted to DNA repair, they do not bring together a wide diversity
of international workers in the field to exchange ideas. The purpose
of the Congress was to facilitate such an exchange among scientists
representing many fields of endeavor and many countries. The 37
manuscripts in this volume, presented by the invited spea kers
during the four and half days of the Congress, encompass the field
of DNA damage and repair. They cover biological systems ranging
from mo lecules to humans and deal with damages and repair after
treatment of cells with various types of radiations, chemicals, and
exogenous and en dogenous oxidative damages. The Congress and
its Proceedings are dedicated to two international leaders in the
field of DNA damage and repair, Alexander Hollaender of the United
States and Adriano Buzzati Traverso of Italy. Hollaender, who died
in December 1986, was one of the first investigators to recognize
the damage to DNA was important in cell killing and mutagenesis.
His early work indicated that cells could recover from radiation
injury.
This book presents the findings of the RCOG Study Group findings
on genetics underlying reproductive function.
This volume provides readers with the latest technologies to study
changes in the epitranscriptome. The protocols described in this
book explore both targeted and unbiased high-throughput analysis
associated with post-transcriptional RNA modification. The chapters
in this book also cover specific topics such as transcriptome-wide
detection of 5-methylcytosine; HAMR; iRNA-2OM; genome-wide
annotation of circRNAs; immune-northern blotting; and detection
and quantification of pseudouridine in RNA. Written in the highly
successful Methods in Molecular Biology series format, chapters
include introductions to their respective topics, lists of the
necessary materials and reagents, step-by-step, readily
reproducible laboratory protocols, and tips on troubleshooting and
avoiding known pitfalls. Authoritative and comprehensive,
Epitranscriptomics: Methods and Protocols is an important resource
for both expert and novice scientists who are interested in learning
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more about this field.
Mechanisms of Cellular Differentiation, Organ Development, and
Novel Model Systems
Phylogeny and Evolution of the Mollusca
Molecular Applications in Cytology
The Human Virome
Genetics, Evolution, and Conservation of Neotropical Fishes
This volume provides a comprehensive overview for investigating biology at the
level of individual cells. Chapters are organized into eight parts detailing a singlecell lab, single cell DNA-seq, RNA-seq, single cell proteomic and epigenetic, single
cell multi-omics, single cell screening, and single cell live imaging. Written in the
highly successful Methods in Molecular Biology series format, chapters include
introductions to their respective topics, lists of the necessary materials and
reagents, step-by-step, readily reproducible laboratory protocols, and tips on
troubleshooting and avoiding known pitfalls. Authoritative and cutting-edge,
Single Cell Methods: Sequencing and Proteomics aims to make each experiment
easily reproducible in every lab.
This volume details protocols for genetic, molecular, cytological, and
bioinformatic methods for determining haplotypes. Haplotyping: Methods and
Protocols guides readers through methods that directly type haploid cells, difficultto-resolve gene families, high-resolution, short range haplotyping for targeted
loci, and long-range haplotyping for whole chromosomes or genomes. Written in
the highly successful Methods in Molecular Biology series format, chapters
include introductions to their respective topics, lists of the necessary materials
and reagents, step-by-step, readily reproducible laboratory protocols, and tips on
troubleshooting and avoiding known pitfalls. Authoritative and practical
Haplotyping: Methods and Protocols, aims to provide researchers with an overview
of experimental methods for haplotyping.
Role of Genetics and Epigenetics in Major Structural MalformationsFrontiers
Media SAAACR 2016: Abstracts 2697-5293CTI Meeting Technology
AACR 2016: Abstracts 2697-5293
Immunological Biomarkers for Tuberculosis
The International System for Serous Fluid Cytopathology
Methods and Protocols
Insights in Plant Systematics and Evolution: 2021

Geneticists and molecular biologists have been interested in quantifying genes and
their products for many years and for various reasons (Bishop, 1974). Early molecular
methods were based on molecular hybridization, and were devised shortly after
Marmur and Doty (1961) first showed that denaturation of the double helix could be
reversed - that the process of molecular reassociation was exquisitely sequence
dependent. Gillespie and Spiegelman (1965) developed a way of using the method to
titrate the number of copies of a probe within a target sequence in which the target
sequence was fixed to a membrane support prior to hybridization with the probe typically a RNA. Thus, this was a precursor to many of the methods still in use, and
indeed under development, today. Early examples of the application of these
methods included the measurement of the copy numbers in gene families such as
the ribosomal genes and the immunoglo bulin family. Amplification of genes in
tumors and in response to drug treatment was discovered by this method. In the
Page 2/11

Read Book Evaluating The Agilent 4200 Tapestation System For High
same period, methods were invented for estimating gene num bers based on the
kinetics of the reassociation process - the so-called Cot analysis. This method, which
exploits the dependence of the rate of reassociation on the concentration of the two
strands, revealed the presence of repeated sequences in the DNA of higher
eukaryotes (Britten and Kohne, 1968). An adaptation to RNA, Rot analysis (Melli and
Bishop, 1969), was used to measure the abundance of RNAs in a mixed population.
Recently, stem cells have been drawing increasing interest in basic and translational
research that aims to understand stem cell biology and generate new therapies for
various disorders. Many stem cells can be cultured in 2D relatively easily using tissue
culture plastic. However, many of these cultures do not represent the natural
conditions of stem cells in the body. In the body, microenvironments include
numerous supporting cells and molecules. Therefore, researchers and clinicians have
sought ideal stem cell preparations for basic research and clinical applications, which
may be attainable through 3D culture of stem cells. The 3D cultures mimic the
conditions of the natural environment of stem cells better, as cells in 3D cultures
exhibit many unique and desirable characteristics that could be beneficial for
therapeutic interventions. 3D stem cell cultures may employ supporting structures,
such as various matrices or scaffolds, in addition to stem cells, to support complex
structures. This book brings together recent research on 3D cultures of various stem
cells to increase the basic understanding of stem cell culture techniques and also to
highlight stem cell preparations for possible novel therapeutic applications.
Studying the lung microbiome requires a specialist approach to sampling, laboratory
techniques and statistical analysis. This Monograph introduces the techniques used
and discusses how respiratory sampling, 16S rRNA gene sequencing, metagenomics
and the application of ecological theory can be used to examine the respiratory
microbiome. It examines the different components of the respiratory microbiome:
viruses and fungi in addition to the more frequently studied bacteria. It also considers
a range of contexts from the paediatric microbiome and how this develops to disease
of all ages including asthma and chronic obstructive pulmonary disease, chronic
suppurative lung diseases, interstitial lung diseases, acquired pneumonias,
transplantation, cancer and HIV, and the interaction of the respiratory microbiome
and the environment.
DNA Damage and Repair
Methods in Molecular Medicine
Gene Expression Analysis
Tietz Textbook of Laboratory Medicine - E-Book

This volume explores the latest methods used to study
various aspects of TET proteins and their biology. Chapters
in this book are divided into five parts. Part One describes
technologies aimed at detecting and quantifying DNA
methylation turnover using massively parallel sequencing,
ELISA, and mass spectrometry approaches. Part Two looks at
data analyses protocols for distinguishing acting versus
passive DNA demethylation and estimation of 5mC and 5hmC
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levels. Part Three deals with a new topic that takes
advantage of modified CRISPR/Cas9 genome editing systems to
target DNA demethylation activity to genomic loci of
interest. Part Four discusses protocols that detail how to
purify TET proteins and unravel their protein interactions,
and Part Five looks at the assessment of TET protein
function and activity in vivo and in vitro. Written in the
highly successful Methods in Molecular Biology series
format, chapters include introductions to their respective
topics, lists of the necessary materials and reagents, stepby-step, readily reproducible laboratory protocols, and tips
on troubleshooting and avoiding known pitfalls. Cutting-edge
and thorough, TET Proteins and DNA Demethylation: Methods
and Protocols is a valuable resource that aims to help
research scientists at all levels working in the fields of
DNA demethylation dynamics. Chapters 3, 7 and 17 are
available open access under a Creative Commons Attribution
4.0 International License via link.springer.com.
This book reviews the current applications of molecular
tools in cytopathology and provides a concise handbook for
those who provide care in this era of personalized medicine.
Specifically, the text provides a comprehensive and concise
review of the emerging molecular tests available clinically
in different subspecialities of diagnostic pathology. It
reviews the current data of molecular testing already
applied in cytopathology, discusses some of the biomarkers
with potential utility in cytopathology in the near future
and reviews the technical challenges in applying and
validating molecular tools in liquid-based cytologic
materials. Molecular Cytopathology will serve as a valuable
resource for cytopathologists, cytotechnologists, pathology
trainees, and clinicians with an interest in molecular
applications in cytopathology.
Fish represent the most ancestral and specious group of
vertebrates, and occupy more diverse aquatic environments
around the world. Ichthyofauna is extremely diverse,
especially in megadiverse countries occupying
biogeographical regions such as the Neotropical Region,
which covers an extensive area between North and South
America. Much of this biodiversity will be extinct, even
before science knows any aspect of its biology. Like this,
Neotropical fish genetics started in the end of the 70’s
with papers studying the chromosomes of Hoplias malabaricus
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(Family Erythrinidae) and the karyotype variation among
three genera of the family Anostomidae. The topic at that
time was concentrated in two Institutions from the state of
São Paulo, Southeastern Brazil. In the middle 80’s, the
first Symposium on Neotropical Fish Cytogenetics was
organized. Nowadays, the field of Neotropical Fish Genetics
is present in Brazil, Colombia, Argentina, Uruguai,
Venezula, Chile, and Equador, as well as outside South
America in Panama, Mexico, USA, Canada, Czech Republic,
Germany, and Spain. The research developed in cytogenetics
has focused mainly on karyotype evolution and cytotaxonomy,
chromosome structure and, more recently, cytogenomics. In
relation to the use of molecular markers, support has been
sought for the management of populations for conservation or
production in captivity. In addition, many studies have been
carried out with the aim of establishing supra-specific
phylogenetic relationships and clarifying species
distribution scenarios by phylogeographic modeling. The
genome and transcriptome of some model species begin to
emerge as extremely promising and informative areas for
neotropical fish. In 2017, the Neotropical fish genetics
research community celebrates the 30th anniversary of its
main Meeting (today entitled Symposium on Neotropical Fish
Genetics and Cytogenetics). This Research Topic is part of
this celebration and aims at reporting the state of the art
and its current advances in the frontier of knowledge in
genetics, evolution, and conservation of neotropical fish,
as well as to detect the challenges to be overcome in the
next years.
Haplotyping: Methods and Protocols
Role of Genetics and Epigenetics in Major Structural
Malformations
Mycoviruses and Related Viruses infecting Fungi, Lower
Eukaryotes, Plants and Insects
Handbook for Sampling and Sample Preservation of Water and
Wastewater
3D Stem Cell Culture
This volume provides experimental and bioinformatics approaches related
to different aspects of gene expression analysis. Divided in three sections
chapters detail wet-lab protocols, bioinformatics approaches, single-cell
gene expression, highly multiplexed amplicon sequencing, multi-omics
techniques, and targeted sequencing. Written in the highly successful
Methods in Molecular Biology series format, chapters include introductions
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to their respective topics, lists of the necessary materials and reagents,
step-by-step, readily reproducible laboratory protocols, and tips on
troubleshooting and avoiding known pitfalls. Authoritative and cuttingedge, Gene Expression Analysis: Methods and Protocols aims provide useful
information to researchers worldwide.
"Ponder and Lindberg provides a breathtaking overview of the evolutionary
history of the Mollusca, effectively melding information from anatomy,
ecology, genomics, and paleobiology to explore the depths of molluscan
phylogeny. Its outstanding success is due to thoughtful planning, focused
complementary contributions from 36 expert authors, and careful editing.
This volume is a must for malacologists."—Bruce Runnegar, Department of
Earth and Space Sciences, University of California, Los Angeles "Our
understanding of the phylogeny and evolutionary history of the mollusca
has been revolutionized over the past two decades through new molecular
data and analysis, and reinvestigation of morphological characters. In this
volume Ponder, Lindberg, and their colleagues do a wonderful job of
integrating this work to provide new perspectives on the relationships of
the major molluscan clades, their evolutionary dynamics, and their history.
Particularly timely is the coverage of molluscan evo-devo and
genomics."—Douglas H. Erwin, Curator of Paleozoic Invertebrates, National
Museum of Natural History
This book gathers the various aspects of the porous polymer field into one
volume. It not only presents a fundamental description of the field, but also
describes the state of the art for such materials and provides a glimpse
into the future. Emphasizing a different aspect of the ongoing research and
development in porous polymers, the book is divided into three sections:
Synthesis, Characterization, and Applications. The first part of each chapter
presents the basic scientific and engineering principles underlying the
topic, while the second part presents the state of the art results based on
those principles. In this fashion, the book connects and integrates topics
from seemingly disparate fields, each of which embodies different aspects
inherent in the diverse field of porous polymeric materials.
Capillary Gel Electrophoresis
Porous Polymers
Single Cell Methods
Reproductive Genetics
The Lung Microbiome
This eBook is a collection of articles from a Frontiers Research Topic. Frontiers Research Topics are
very popular trademarks of the Frontiers Journals Series: they are collections of at least ten articles, all
centered on a particular subject. With their unique mix of varied contributions from Original Research to
Review Articles, Frontiers Research Topics unify the most influential researchers, the latest key findings
and historical advances in a hot research area! Find out more on how to host your own Frontiers
Research Topic or contribute to one as an author by contacting the Frontiers Editorial Office:
frontiersin.org/about/contact.
This book covers the discovery of molecular biomarkers, the development of laboratory testing
techniques and their clinical applications, focusing on basic research to clinical practice. It introduces
new and crucial knowledge and ethics of clinical molecular diagnosis. This book emphasizes the
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applications of clinical molecular diagnostic test on health management, especially from different
diseased organs. It lets readers to understand and realize precision healthcare.
Aflatoxins are a group of polyketide mycotoxins that are produced mainly by members of the genus
Aspergillus. Production of these toxic secondary metabolites is closely related to fungal development
(Keller et al., 2005; Jamali et al., 2012). Contamination of food, feed and agricultural commodities by
aflatoxins poses enormous economic and serious health concerns because these chemicals are highly
carcinogenic and can directly influence the structure of DNA. The resulting genetic defects can lead to
fetal misdevelopment and miscarriages; aflatoxins are also known to suppress immune systems
(Razzaghi-Abyaneh et al., 2013). In a global context, aflatoxin contamination is a constant concern
between the 35N and 35S latitude where developing countries are mainly situated. With expanding
boundaries of developing countries, aflatoxin contamination has become a persistent problem to those
emerging areas (Shams-Ghahfarokhi et al., 2013). The continuing threat by aflatoxin contamination of
food, feed and agricultural commodities to the world population has made aflatoxin research one of the
most exciting and rapidly developing study areas of microbial toxins. The present research topic
includes six review articles, three mini reviews and four original research articles. Contributors highlight
current global health issues arising from aflatoxins and aflatoxigenic fungi and cover important aspects
of aflatoxin research including contamination of crops, epidemiology, molecular biology and
management strategies. Special attention is given to fungus-plant host interactions, biodiversity and
biocontrol, sexual recombination in aflatoxigenic aspergilli, potential biomarkers for aflatoxin exposure
in humans and safe storage programs.
Marine Environmental Epigenetics
Ribosome Profiling
State of the World's Plants
Clinical Molecular Diagnostics
Gene Prediction

Capillary Electromigration Separation Methods is a thorough,
encompassing reference that not only defines the concept of
contemporary practice, but also demonstrates its implementation in
laboratory science. Chapters are authored by recognized experts in the
field, ensuring that the content reflects the latest developments in
research. Thorough, comprehensive coverage makes this the ideal
reference for project planning, and extensive selected referencing
facilitates identification of key information. The book defines the
concept of contemporary practice in capillary electromigration
separation methods, also discussing its applications in small mass ions,
stereoisomers, and proteins. Edited and authored by world-leading
capillary electrophoresis experts Presents comprehensive coverage on
the subject Includes extensive referencing that facilitates the
identification of key research developments Provides more than 50
figures and tables that aid in the retention of key concepts
This book provides a single-source reference on the current state of
the ribosome profiling method by describing experimental protocols for
the quantitative analysis of translation in a variety of model organisms.
In addition, the volume presents a detailed overview of the existing
software tools and includes detailed description of methods for
statistical analysis, data processing, and visualization of ribosome
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profiling data. Written for the highly successful Methods in Molecular
Biology series, chapters include introductions to their respective topics,
lists of the necessary materials and reagents, step-by-step, readily
reproducible laboratory protocols, and tips on troubleshooting and
avoiding known pitfalls. Authoritative and practical, Ribosome Profiling:
Methods and Protocols aims to provide the type of standardized
protocols that have previously been unavailable in an effort to bypass
the major barriers to wide use of ribosome profiling-based approaches.
This volume introduces software used for gene prediction with focus on
eukaryotic genomes. The chapters in this book describe software and
web server usage as applied in common use-cases, and explain ways
to simplify re-annotation of long available genome assemblies. Written
in the highly successful Methods in Molecular Biology series format,
chapters include introductions to their respective topics, lists of the
necessary computational requirements, step-by-step, readily
reproducible computational protocols, and tips on troubleshooting and
avoiding known pitfalls. Cutting-edge and thorough, Gene Prediction:
Methods and Protocols is a valuable resource for researchers and
research groups working on the assembly and annotation of single
species or small groups of species. Chapter 3 is available open access
under a CC BY 4.0 license via link.springer.com.
Molecular Cytopathology
Gut Microbial Response to Host Metabolic Phenotypes
Pathophysiology of Rare Hemolytic Anemias
Sequencing and Proteomics
TET Proteins and DNA Demethylation

This second edition volume expands on the previous edition with updated techniques
and discussions on topics such as gene suppression, editing, and reprogramming;
cardiac gene therapy vectors and promoters; cardiac gene delivery methods;
pulmonary hypertension; and patient screening and measuring the efficacy of cardiac
gene therapy. Written in the highly successful Methods in Molecular Biology series
format, chapters include introductions to their respective topics, lists of the necessary
materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips
on troubleshooting and avoiding known pitfalls. Cutting-edge and comprehensive,
Cardiac Gene Therapy: Methods and Protocols, Second Edition is a valuable tool for
researchers in cardiology who are conducting gene therapy research. This book will
lead to further advancements and successful clinical translations in the field. .
This book details the most comprehensive, up-to –date, and cutting-edge protocols
used in wet and dry labs to investigate the viral communities harbored within and on the
human body. Chapters guide readers through methods on collection, isolation,
identification and computational/statistical analysis, and body niches to cover those
methodological issues inherent to the human tissues and organs. Written in the highly
successful Methods in Molecular Biology series format, chapters include introductions
to their respective topics, lists of the necessary materials and reagents, step-by-step,
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readily reproducible laboratory protocols, and tips on troubleshooting and avoiding
known pitfalls. Authoritative and cutting-edge, The Human Virome: Methods and
Protocols aims to facilitate researchers with their daily work in the field of the research
on the human virome.
Capillary Gel Electrophoresis and Related Microseparation Techniques covers all
theoretical and practical aspects of capillary gel electrophoresis. It also provides an
excellent overview of the key application areas of nucleic acid, protein and complex
carbohydrate analysis, affinity-based methodologies, micropreparative aspects and
related microseparation methods. It not only gives readers a better understanding of
how to utilize this technology, but also provides insights into how to determine which
method will provide the best technical solutions to particular problems. This book can
also serve as a textbook for undergraduate and graduate courses in analytical
chemistry, analytical biochemistry, molecular biology and biotechnology courses.
Covers all theoretical and practical aspects of capillary gel electrophoresis Excellent
overview of the key applications of nucleic acid, protein and complex carbohydrate
analysis, affinity-based methodologies, micropreparative aspects and related
microseparation methods Teaches readers how to use the technology and select
methods that are ideal for fundamental problems Can serve as a textbook for
undergraduate and graduate courses in analytical chemistry, analytical biochemistry,
molecular biology and biotechnology courses
Capillary Electromigration Separation Methods
Fungal Primary and Secondary Metabolism and its Importance for Virulence and
Biomedical Applications
Finding New Epigenomics and Epigenetics Biomarkers for Complex Diseases and
Significant Developmental Events with Machine Learning Methods
Cardiac Gene Therapy
Exosomes as Therapeutic Systems
Use THE definitive reference for laboratory medicine and clinical pathology! Tietz Textbook of
Laboratory Medicine, 7th Edition provides the guidance necessary to select, perform, and evaluate
the results of new and established laboratory tests. Comprehensive coverage includes the latest
advances in topics such as clinical chemistry, genetic metabolic disorders, molecular diagnostics,
hematology and coagulation, clinical microbiology, transfusion medicine, and clinical immunology.
From a team of expert contributors led by Nader Rifai, this reference includes access to wide-ranging
online resources on Expert Consult — featuring the comprehensive product with fully searchable
text, regular content updates, animations, podcasts, over 1300 clinical case studies, lecture series, and
more. Authoritative, current content helps you perform tests in a cost-effective, timely, and efficient
manner; provides expertise in managing clinical laboratory needs; and shows how to be responsive
to an ever-changing environment. Current guidelines help you select, perform, and evaluate the
results of new and established laboratory tests. Expert, internationally recognized chapter authors
present guidelines representing different practices and points of view. Analytical criteria focus on the
medical usefulness of laboratory procedures. Use of standard and international units of measure
makes this text appropriate for any user, anywhere in the world. Expert Consult provides the entire
text as a fully searchable eBook, and includes regular content updates, animations, podcasts, more
than 1300 clinical case studies, over 2500 multiple-choice questions, a lecture series, and more.
NEW! 19 additional chapters highlight various specialties throughout laboratory medicine. NEW!
Updated, peer-reviewed content provides the most current information possible. NEW! The largestPage 9/11

Read Book Evaluating The Agilent 4200 Tapestation System For High
ever compilation of clinical cases in laboratory medicine is included on Expert Consult. NEW! Over
100 adaptive learning courses on Expert Consult offer the opportunity for personalized education.
This book is intended for practicing pathologists and cytopathologists, as well as for pathology
trainees and cytotechnicians. It starts with a detailed description of the extremely important preanalytical phase for molecular testing followed by a presentation of the key tests and their application
in different organs, e.g. the lung or thyroid. Step-by-step instructions for the different assays,
reporting and clinical integration of the test results are discussed. The authors help the reader to
benefit from their experiences by providing a valuable tool for the implementation of these
techniques in daily practice. Though the use of molecular techniques is well established in surgical
biopsies, to date they are not widely used in connection with cytological material. However, in some
fields like lung cancer or aspirates from the pancreas and biliary tract the only available material for
diagnosis is the cytological preparation a fact that has created a need for the standardization of
molecular techniques on cytology.
The AACR Annual Meeting is a must-attend event for cancer researchers and the broader cancer
community. This year's theme, "Delivering Cures Through Cancer Science," reinforces the
inextricable link between research and advances in patient care. The theme will be evident
throughout the meeting as the latest, most exciting discoveries are presented in every area of cancer
research. There will be a number of presentations that include exciting new data from cutting-edge
clinical trials as well as companion presentations that spotlight the science behind the trials and
implications for delivering improved care to patients. This book contains abstracts 2697-5293
presented on April 19-20, 2016, at the AACR Annual Meeting.
Gene Quantification
Global health issues of aflatoxins in food and agriculture: Challenges and opportunities
Epitranscriptomics
Treatment risk and response to therapy prediction can be forecasted
through early diagnosis, which improves prognosis reliability and
effectiveness of therapies. This book covers contemporary advances in
molecular markers, disease-causing variants, retroelements, and the
basis of distinct diseases.
This book is the culmination of an international effort to bring
consistency and diagnostic efficiency to effusion cytology for the
sake of patient care. The authors recognize special challenges in
serous fluid cytopathology, such as reporting the presence of
Mullerian epithelium in peritoneal fluids. What is an appropriate
serous fluid volume to ensure adequacy? How should mesothelial
proliferations be reported and is it appropriate to make an
interpretation of malignant mesothelioma? How specific should a report
be regarding the origin and subtyping of tumors found in serous
fluids? What are the appropriate quality monitors for this specimen
type? Special chapters on considerations for peritoneal washings,
cytopreparatory techniques, mesothelioma and quality management are
included to address these issues. The text contains literature reviews
that elucidate existing evidence in support of current practices and
recommendations. Expert opinions on where evidence was lacking, the
most common practices were adopted by consensus, and where there was
no commonality, are employed. Written by experts in the field, The
International System for Serous Fluid Cytopathology serves as a
collaborative effort between the International Academy of Cytology and
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the American Society for Cytopathology and calls upon participation of
the international cytopathology and oncology communities to contribute
to the development of a truly international system for reporting
serous fluid cytology
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